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Linkage analysis of a rare alkaloid present in a tetraploid potato
with Solanum chacoense background
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Abstract The potato genotype ND4382-19 has Solanum
chacoense Bitt. in its genetic background. Foliar alkaloid
analysis of it and its progeny ND5873 (ND4382-19 x
Chipeta) by gas chromatography—mass spectrometry
(GC-MS) showed that, in addition to the expected alka-
loids (solanidine, leptinidine, and acetyl-leptinidine), there
was an aglycone of another rare alkaloid. Its molecular
mass and some of the m/z fragment ions were similar to
leptinidine, but the major fragment ion was the m/z 150
peak of solanidine. This fragmentation pattern suggested
that this alkaloid is a solanidine-based compound with
mass equal to leptinidine. Leptinidine differs from solani-
dine by an extra —OH group, but the GC-MS fragmentation
pattern of the rare compound indicated hydroxylation at a
different position than the C-23 of leptinidine. The exact
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chemical structure is still unknown, and further analysis,
such as NMR will be necessary to determine the structure.
Segregation analysis of ND5873 (ND4382-19 x Chipeta)
showed that presence of this rare compound segregated in a
1:1 ratio, indicating that a single gene controlled its syn-
thesis and/or accumulation in foliar tissue. Analysis with
AFLP and microsatellite markers indicated that the locus-
controlling presence of this alkaloid resided on potato
chromosome I, with the nearest flanking AFLP markers 0.6
and 9.4 cM apart. This rare alkaloid was present in the
foliage and not detected in potato tubers. Its presence in
leaves did not affect resistance/susceptibility to Colorado
potato beetle.

Introduction

Many Solanaceae family members synthesize steroidal
glycoalkaloids; to date there are over 90 described in the
literature with diverse chemical structures (Friedman 2006;
Friedman and McDonald 1997; Ginzberg et al. 2009;
Ronning et al. 2000; Shakya and Navarre 2008). The
solanaceous glycoalkaloids identified to date are composed
of a C-27-steroidal alkamine attached to a sugar moiety
usually comprise a di-, tri-, or tetrasaccharide (Friedman
2006; Friedman and McDonald 1997; Maga 1994). These
glycoalkaloids are considered natural toxins, and they can
cause animal death at high concentration (Hall 1992). This
toxicity is a very important issue for cultivated species such
as Solanum melongena (eggplant), S. tuberosum (potato),
and S. lycopersicum (tomato). Glycoalkaloid quantity can
vary widely among different species and cultivars, and
expression is determined by both genetic and environ-
mental factors (Friedman 2006; Friedman and McDonald
1997; Maga 1994).
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Most commercial potatoes contain «-chaconine and
a-solanine which differ only in their sugar moiety and
share the same steroidal aglycone, solanidine. At low
concentrations, these glycoalkaloids may enhance flavor,
but high concentrations cause a bitter taste and toxicity to
consumers (Friedman and McDonald 1997; Maga 1994). In
general, levels in excess of 20 mg/100 g fresh weight are
not allowed for any potato cultivar (Valkonen et al. 1996).
Glycoalkaloids may help to protect potato plants against
pests (Tingey 1984). Leptines I and II, found in a few
accessions of the wild species S. chacoense, are a potent
factor for host-plant resistance to Colorado potato beetle
(Leptinotarsa decemlineata Say)(Kuhn and Low 1961;
Sinden et al. 1986a; Stiirckow and Low 1961). Their
introgression into commercial cultivars could reduce the
use of insecticides. Leptines are considered to be low risk
for human toxicity, because they are only found in shoot
tissue and not in tubers (Sinden et al. 1986b; Stiirckow and
Low 1961). However, Shakya and Navarre (2008) using
LC-MS, a very sensitive technique, recently detected
trace content of leptinines and leptinidines in tubers of
S. chacoense, S. bulbocastanum, S. stenotomun and S.
spegazzini.

Wild potato species have been utilized in breeding
programs as sources of valuable genes. Wild Solanum
species, such as S. chacoense, S. phureja, S. spegazzinii,
S. andigena, S. vernei, and S. berthaultii, are species that
are being used in breeding programs as sources of resis-
tance genes to insects, nematodes, late blight, viruses and
other pests (Bradshaw and Mackay 1994; Plaisted et al.
1994). Traits such as high protein content or low content of
reducing sugars can be improved using wild germplasm.
However, these desirable traits may be associated with high
glycoalkaloid content and/or may transmit new glycoal-
kaloids to hybrid progeny (Valkonen et al. 1996). This
situation can raise concerns about toxicity for humans or
livestock (Hall 1992).

This project was commenced to utilize leptines from
S. chacoense for resistance to Colorado potato beetle
(Lorenzen et al. 2001). In this report we describe the
coincidental discovery of a rare alkaloid aglycone present
in an insect-resistant potato, ND4382-19, and its progeny,
and its genetic mapping in a segregating tetraploid popu-
lation. The inheritance and map location, possible struc-
ture, and plant distribution are discussed.

Materials and methods
The tetraploid population ND5873 was generated by

crossing insect-resistant ND4382-19 (Lorenzen and Bal-
byshev 1997) x Chipeta (Holm and Pavek unpublished).
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Seeds were surface-sterilized and germinated in vitro,
where they were maintained vegetatively as in vitro tissue
culture plantlets until planting in the greenhouse to produce
seed tubers for trials with three replicates.

Plant content of alkaloids was determined in both leaves
and tubers, from the different replicates. Leaf samples were
a composite of four fully expanded leaves from the upper
third of each plant, taken at the pre- to early bloom stage.
Tuber samples were from fully matured potato tubers
maintained for 2 months after harvest at 4°C. In both cases,
collected samples were immediately frozen in liquid
nitrogen and lyophilized. Alkaloids were extracted
according to the method described by Lawson et al. (1992),
TMS-derivatized, and analyzed by GC-MS as described in
Sagredo et al. (2006). Briefly, freeze-dried samples were
hydrolyzed under nitrogen in 1 N HCI in methanol at 70°C
for 4 h. After cooling, samples were adjusted to pH 10 with
concentrated ammonium hydroxide, centrifuged at
12,000 g, and partitioned against toluene. Toluene frac-
tions were dried and TMS-derivatized with N-O-bis(tri-
methylsilyl)trifluoroacetamide (BSTFA) at 65°C for
30 min. Samples were injected on an HP5890 gas chro-
matography coupled to a Finnigan Mat Incos 50 quadra-
pole mass spectrometer with a 20 m x 0.18 mm x 0.20
um Restek RTX1 (100% methylsilicone) capillary column,
set either on scan mode (50-650 amu/s) or on select ion
mode (125, 150, 238, 452, 454, 465, 467, 469, and
472 amu/s). The solanidine standard was purchased from
Sigma Inc. (St. Louis, MO, USA). Authentic standards of
leptinidine and acetyl-leptinidine standards were provided
by Ray Miller, Ohio State University. Peak height was
compared with the known standards to estimate alkaloid
aglycone concentrations.

Linkage analysis of AFLP segregant markers was done
according to Hackett et al. (1998), assuming random
pairing and chromosome assortment during meiosis as
described in Sagredo et al. (2006).

Resistance to Colorado potato beetle was determined by
planting replicated trials at three sites with four replications
per site. Defoliation was estimated by visual observation at
10 days intervals.

Results
GC—mass spectrum and glycoalkaloid identification

ND4382-19 was expected to contain three types of alka-
loids, solanidine, leptinidine, and acetyl-leptinidine, nor-
mal steroidal aglycones found in a leptine-expressing
potato (Lawson et al. 1997). GC-MS analysis of foliar
content of alkaloid aglycones in ND4389-19 showed these
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three expected compounds as well as tomatidenol, a spir-
osolane found in the “species backcross” parent, Norchip
(Sagredo et al. 2006). There was an additional peak that did
not correspond to known alkaloid compounds. Figure 1
shows the GC-MS and chemical structures for solanidine
(a), leptinidine (b), and acetyl-leptinidine (c). In Fig. 1d the
GC-MS spectrum of the rare compound and its probable
chemical structures. The molecular mass of the TMS-
derivatized unknown compound (m/z 557) and one of its
larger fragment ions (m/z 542) was identical to that of
leptinidine (Fig. 1 b, d), but smaller m/z fragments ions
were similar to solanidine, at m/z 178, 150, 98, and 73. This
pattern suggested that the molecular formula of the
unknown is equal to leptinidine, which differs from sola-
nidine by an —OH group. A free hydroxyl group can attach
one trimethylsilyl (TMS) molecule when derivatized by
BSTFA. However, the fragmentation pattern of this com-
pound was different from leptinidine. The m/z 150 and 204
fragment ions are from the EF and DEF rings (Fig. 2a),
respectively (Lawson et al. 1997). GC-MS of the unknown
compound and possible locations of the hydroxyl group
suggested by the mass increase and the known chemical
structure are shown in Fig. 1d. Presence of the m/z 150
fragment ion precluded C-23 hydroxylation as for leptini-
dine (Fig. 1 b, d). However, loss of the m/z 204 fragment of
solanidine could suggest hydroxylation at one of the D ring
carbon atoms as indicated by Fig. 1d. The GC retention
time for the rare alkaloid aglycone was delayed relative to
solanidine. Figure 2b shows the selective window for m/z
150 and the respective retention time for TMS-derivatized
solanidine and the rare compound. Assuming that this
compound has a similar signal:mass ratio for peak m/z 150,
this novel alkaloid is more abundant than solanidine in the
foliage of parent ND4382-19 (Table 1).

Inheritance of the unknown compound

ND4382-19 was crossed with Chipeta, a genotype that
contains only glycoalkaloids derived from solanidine
(Table 1), producing the tetraploid progeny NDS5873.
Foliar glycoalkaloid content of 93 progeny genotypes was
determined by GC-MS analysis. Solanidine was present in
all genotypes and presented a continuous distribution for
the 93 individuals (data not shown). The rare compound
was present in 46 of 93 individuals but absent from the
other 47 plants, consistent with a 1:1 ratio for a single copy
of a dominant gene and suggestive of a single locus-con-
trolling presence of this alkaloid (Table 2). Linkage
between this locus and loci-enabling leptinidine and acetyl-
leptinidine synthesis was not detected by y* analysis. For
the subset that contained the rare compound, concentra-
tions of this compound were roughly equivalent to sola-
nidine concentrations (Table 2). Solanidine concentrations

ranged from 0.23 to 2.46 mg g~ ' of dry weight, with an

average of 1.63 mg g~' (SD = 0.51), and concentrations
of the rare compound for the subset that possessed it range
from 0.09 to 3.20 mg g~ ', with a mean of 1.55 mg g~'
(SD = 0.73). There was a highly significant correlation
between the concentration of solanidine and the rare
compound (r = 0.61, p < 0.01) for that subset of geno-
types that contained this rare alkaloid.

Map location of the rare compound

Molecular maps for ND4382-19 and Chipeta were con-
structed in the ND5873 population using dominant (AFLP)
and codominant (simple sequence repeat, SSR) markers
(Sagredo et al. 2006). The unknown alkaloid aglycone was
also included as a binary phenotypic marker (£) to identify
its map location. The rare alkaloid showed coupling link-
age with linkage group R41 that contained 17 AFLP
markers and covered a total of 64.4 cM. This linkage group
included an allele of STM2030 (Chromosome I) and was
linked by duplex—simplex linkage to two alleles of
STM2020 (Chromosome I) located on linkage groups R15
and R46. Linkage group R15 also contained STM1029
(Chromosome I). These simplex-coupling groups also
shared several common duplex AFLP markers in simplex—
duplex linkage with the linkage group R7, further sup-
porting their identification as the four homologs of chro-
mosome I from the ND4382-19 parent. Therefore, the locus
that enables synthesis and/or accumulation of this rare
compound resides on chromosome I. The overall map of
Chromosome I is shown in Fig. 3, where the locus for
presence of the rare compound in the upper portion of
Chromosome I was flanked by the AFLP markers E-ACA/
M-CACRI12 and E-ACA/M-CACR3 at 0.6 and 9.4 cM,
respectively.

The rare compound was not detected in tubers

Tubers from a subset of population ND5873 were evalu-
ated for presence of the rare compound using GC-MS
analysis. The rare compound was not detected in any of
these tubers. Of the subset of 54 genotypes analyzed for
tuber alkaloids, 28 genotypes contained the rare compound
in leaves but not in tubers.

The rare compound is not involved in CPB resistance

The leptine-containing genotype, ND4382-19, is highly
resistant to the Colorado potato beetle. This resistance
was inherited from S. chacoense Bitter and has been
associated with the presence of leptines (Lorenzen et al.
2001; Tian 1998). Recently, Sagredo et al. (2009) found
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Fig. 1 GC-mass spectrum of TMS-derivatized samples of the known
and rare aglycones. The figure shows the GC-mass spectrum for
a solanidine, b leptinidine, ¢ acetyl-leptinidine, d rare aglycone group

that resistance was mainly explained by a QTL that resides
on Chromosome 2. Population ND5873 (ND4382-19 x
Chipeta) was evaluated for CPB resistance in three field
environments during 1997. Single linear regression anal-
ysis showed that the rare compound was not associated
with CPB resistance (R> for three environments: 0.02,
0.00, 0.01 ns).
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(d); and their respective chemical structures for the known aglycone
groups. d The arrows indicated the possible sites of hydroxylation
based on a solanidine backbone for the rare aglycone group

Discussion

The GC-MS analysis of genotype ND4382-19 contained
the expected alkaloid aglycones: solanidine, leptinidine,
acetyl-leptinidine, and tomatidenol. However, a previously
unknown alkaloid aglycone was present at a concentration
similar to that of solanidine. Its molecular mass was
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Fig. 2 Diagnostic fragment a b
ions from GC-MS.
a Correspond to the diagnostic H, R GH, T
fragment ions of solanidine, i OR
leptinidine, and acetyl- —N \ lN
leptinidine (from Lawson et al. + CH, + CH,
1997). Parentheses indicate I Rare compound
expected m/z for TMS- 100.0 Sol
derivatives. b Retention time 150 1 K
relative to solanidine. The A o
chromatogram shows the 1263 1488 1660
GC-MS selective window for 18:24 12:08 13:52
miz 150
II
Alkaloid Structure Mass Fragment
Formula
Solanidine R=H 1=150 CioH 6N
1= 204 CHN
Leptinidine R=OH 1=166 (238) CoH;sNO
11 = 220 (292) C.H,,NO
Acetyl-leptinidine R=0C(O)CH; 1=208 C,H;sNO,
1= 262 CisH,4NO,

Table 1 Foliar alkaloid content in the parents of family ND5873, as
determined by GC-MS

Alkaloid (mg g DW™h

Parent Solanidine Rare Leptinidine Acetyl-leptinidine
compound

ND4382-19 0.64 1.61 1.40 0.69

Chipeta 0.32 nd nd nd

nd Not detected

Table 2 Segregation of alkaloids in family ND5873

Aglycone Absent Present
No. of No. of Mean Range SD
plants plants (mggDW™") (mggDW™')
Solanidine 0 93 1.63 0.23-2.46 0.51
Rare compound 47 46 1.55 0.09-3.20 0.73

Foliar concentrations
mg g DW™!

determined by GC-MS are expressed as

identical to leptinidine and it shared some larger m/z frag-
ment ions with leptinidine, but the major fragment ion was
the m/z 150 peak of solanidine, rather than the m/z 238 and
292 peaks of derivatized leptinidine. This suggests that it is
a solanidine-based alkaloid with a mass equal to leptini-
dine. Leptinidine is formed by the hydroxylation of sola-
nidine at the C-23 position. The GC—mass fragmentation
pattern of this rare compound suggested hydroxylation at a
different position than the C-23 of leptinidine. Analysis of
the MS fragmentation pattern suggests that the site of

hydroxylation could be C-14, C-15, or C-18. The exact
chemical structure is still unknown, and further analysis by
NMR will be necessary to determine the structure. Ronning
et al. (2000) characterized 15 different accessions of
S. chacoense from various locations and altitudes of South
America and detected nine novel putative glycoalkaloids.
However, the possibility of identity matching between the
unknown alkaloid described here with the nine described
by Ronning et al. (2000) is not yet possible because
structural information for those compounds is lacking.
Interestingly, Shakya and Navarre (2008), using LC-MS
analysis, found several solanidine-like compounds with an
additional oxygen that differed from leptinine in tubers of
four different Solanum species. Whether those compounds
coincide with the glycoalkaloid described here is difficult
to establish due to the differences between ion fragmen-
tations methods used.

Segregation analysis of progeny, ND5873 (ND4382-19 x
Chipeta), showed that this rare compound segregated in a 1:1
ratio, indicating it is controlled by a single gene. The same
type of segregation was observed in other progeny of
ND4382 (ND4382-19 x N142-72; unpublished data). In
the subset of family ND5873 that contained this compound,
concentrations were highly correlated with solanidine
concentrations, suggesting that this compound is subject to
the same control mechanism(s) as solanidine. One impor-
tant step toward structural identification of the unknown
rare compound will be its purification, which has been
difficult because of product degradation (unpublished
results). If this compound is similar to other alkaloids,
glycosylated forms should exist and could be analyzed by

@ Springer
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Fig. 3 Alignment of AFLP/SSR chromosome I map for parent
ND4382-19 of population ND5873. SSR markers STM2030,
STM2020, and STM1029 are specific for chromosome I

HPLC in reverse phase with C;g columns. However, we
were unable to recognize an HPLC peak that corresponded
with this compound in chromatograms of glycoalkaloids
from ND4382-19 and its progeny (unpublished results).
The genome of genotype ND4382-19 has been partially
mapped with 320 simplex AFLP markers (Sagredo et al.
2006; Sagredo et al. 2009). By considering presence or
absence of the unknown alkaloid as a qualitative marker, and
conducting linkage analysis with both AFLP and SSR
markers (Milbourne et al. 1998), including duplex—simplex
linkage analysis (Hackett et al. 1998), we were able to map it
to a linkage group that represented a Chromosome I (Fig. 3).
Chromosome I has been identified as having significant
effects on the concentration of solanidine (Yencho et al.
1998), a-solanine, a-chaconine and TGA (Sgrensen et al.
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2008) and leptines (Ronning et al. 1998). The exact location
of this locus relative to the loci reported to affect solanidine,
a-solanine, a-chaconine, TGA and leptine synthesis in those
studies cannot be determined, due to the lack of common
markers across populations. However, using relative map
location of the SSR markers used (Milbourne et al. 1998),
this locus appears to be near the QTL for high solanidine
reported by Yencho et al. (1998). The soh locus reported by
Hutvagner et al. (2001) may be distal to this locus, since soh
was distal to the Yencho et al. (1998) QTL and near that of
the leptine locus reported by Ronning et al. (1999) and
Hutvagner et al. (2001). In the case of the QTL described by
Sgrensen et al. (2008), which is nearby the common marker
STM2030, it is clearly on the opposite end of the chromo-
some I. The loci involved in those studies (Yencho et al.
1998; Hutvagner et al. 2001; Ronning et al. 1999; Sorensen
et al. 2008) appeared to have quantitative effects. Interest-
ingly, Bouarte-Medina et al. (2002), using reciprocal crosses
and diploid populations, identified a cytoplasmic influence
on both the synthesis and level of expression of leptine
glycoalkloids. The qualitative differences in this rare com-
pound could be consistent with a locus corresponding to
either a structural gene (e.g., P450 monooxygenase as a
likely functional enzyme for adding the —OH group) or a
regulatory gene, as mentioned by Yencho et al. (1998).
P450 hydroxylases have been mapped to chromosome I
(Hutvagner et al. 2001, Lorenzen et al. unpublished). The
nearest flanking AFLP markers E-ACA/M-CACRI12 and
E-ACA/M-CACR3 were 0.6 and 9.4 cM distant from this
locus, respectively. Therefore, although we were unable to
purify the compound, the precision of mapping makes it
unlikely that this “new rare alkaloid” represents an artifact.
The recent release of the genome sequence for potato (http://
www.potatogenome.net) and consequent ability to examine
nearby genomic sections for candidate genes such as regu-
latory or structural genes involved in alkaloid biosynthesis
should facilitate the identification of the genes that control
the accumulation of this rare alkaloid on chromosome
I. Recently, Feingold et al. (2010) reported at least 25 unique
putative P-450 monoxygenase genes on chromosome 1.
Analysis of tuber alkaloids from 54 genotypes of popu-
lation ND5873 did not detect this compound in tubers, nor
was leptinidine or acetyl-leptinidine detected in tubers.
Similar organ specificity has been previously shown for
leptinine and leptines (Sinden et al. 1986b). Therefore,
localization of the new alkaloid in foliage but not tubers is
similar to that of other novel alkaloids from S. chacoense, but
not the solanidine-based glycoalkaloids solanine or chaco-
nine. However, considering the results of Shakya and
Navarre (2008), who found a significant diversity of traces of
glycoalkaloids in potato tubers from different Solanum
species, using a very sensitive technique as LC-MS, it is not
possible to exclude that this compound is expressed in tubers.
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In a separate experiment, leaves were harvested from a
set of ND5873 plants grown in a controlled environment
chamber with a photo flux density of approximately
400 pmol m~2 s~ ', The levels of the unknown compound
in this experiment were undetectable by GC-MS, sug-
gesting that high light is essential for its foliar accumula-
tion. The level of full sun under field conditions can range
up to 1,800 pmol m~2 s~'. Light flux has been shown to
be an important factor in determining content of other
alkaloids (Deahl et al. 1991; Lafta and Lorenzen 2000).
The tubers tested had not been exposed to light-induced
greening, which may have affected our failure to detect this
compound in tubers. Additionally, physiological experi-
ments would be useful to characterize its expression.
Although toxicity information for this compound is not
available, its absence—at least the failure to detect by GC—
MS—from non-green tubers should minimize potential
concern with regard to human toxicity. It would be possible
to use closely linked markers for positive or negative
selection in a breeding program.

Glycoalkaloids have a wide range of bio-active effects
(Maga 1994; Tingey 1984). We did not detect association
of the rare compound to defoliation by Colorado potato
beetle. However, it is possible that this compound affects
other biological interactions and it may be useful to chal-
lenge this segregating population with other pests and
diseases to determine effects on those organisms.

Glycoalkaloids can also be used for synthesis of ste-
roidal drugs (Cham 1994). Certain types of glycoalkaloids,
such as solasonine and solamargine, which are found in
certain Solanum species, are used by the pharmaceutical
industry to produce steroidal drugs (Balandrin et al. 1985;
Cham 1994). Some glycoalkaloids present anticancer
properties and are commercially produced (Cham 1994).
This new steroidal compound from ND4382-19, or deriv-
atives there of, may be of interest for pharmaceutical
properties. If so, the identification and mapping of the gene
in this population could be a useful first step in a map-
based cloning effort. The cloning of such foliage-specific
genes would also give useful information about their
molecular control and expression in plant tissues. This
would enhance our knowledge about glycoalkaloid syn-
thesis and the specificity of the respective enzymes. Krits
et al. (2007) studying the expression of genes involved in
the steroidal glycoalkaloid pathway, correlated the level of
potato glycoalkaloids with the expression of genes that
participate in the isoprenoid synthesis route. Ginzberg et al.
(2009) propose a genetic manipulation approach for potato
glycoalkaloids, to reduce the risk of toxicity for consumers
and increase their potential in plant defense. In addition,
the isolation of genes coding for or allowing translation of
these types of enzymes might allow us to modify alkaloids

to facilitate the synthesis of some already known products
or to create new ones with novel pharmaceutical properties.

In conclusion, we have presented physical and genetic
information for a rare alkaloid probably derived from S.
chacoense. The molecular weight and fragmentation pat-
tern suggests that it is a hydroxylated solanidine distinct
from leptinidine. Genetic control enabling synthesis/accu-
mulation of this compound resides on chromosome I,
which has been previously shown to have loci important in
determining content of potato glycoalkaloids.

Acknowledgments The authors would like to acknowledge the
skillful assistance of M. Thoresen in growing and maintaining plants
and field trials. Funding for this project was provided by the
McKnight Foundation Collaborative Crop Research Program and
from the USDA-CSREES funding support (97-34141-4122).

References

Balandrin MF, Klocke JA, Wurtele ES, Bollinger WH (1985) Natural
plant chemicals: sources of industrial and medicinal materials.
Science 228:1154-1160

Bouarte-Medina T, Fogelman E, Chani E, Miller AR, Levin I, Levy
D, Veilleux RE (2002) Identification of molecular markers
associated with leptine in reciprocal backcross families of
diploid potato. Theor Appl Genet 105:1010-1018

Bradshaw JE, Mackay GR (1994) Breeding strategies for clonally
propagated potatoes. In: Bradshaw JE, Mackay GR (eds) Potato
Genetics. CAB International, Wallingford, UK, pp 3—42

Cham BE (1994) Solasodine glycosides as anti-cancer agents: pre-
clinical and clinical studies. Asia Pacif J Pharmacol 9:113-118

Deahl KL, Cantelo WW, Sinden SL, Sanford LL (1991) The effect of
light intensity on Colorado potato beetle resistance and foliar
glycoalkaloid concentration on four Solanum chacoense clones.
Am J Potato Res 68:659—-666

Feingold SE, Barreiro LE, Carboni MF, Bolser DM, Martin DMA,
Diambra L, Knauber D, Lorenzen JH (2010) P450 genes
revisited: in the light of the potato genome sequence.In:
EAPR-EUCARPIA congress: potato breeding after completion
of the DNA sequence of the potato genome. June 27-30th,
Wageningen, The Netherlands

Friedman M (2006) Potato glycoalkaloids and metabolites: roles in
the plant and in the diet. J Agric Food Chem 54:8655-8681

Friedman M, McDonald GM (1997) Potato glycoalkaloids: chemistry,
analysis, safety, and plant physiology. Crit Rev Plant Sci
16:55-132

Ginzberg I, Tokuhisa J, Veilleux R (2009) Potato steroidal glycoalka-
loids: biosynthesis and genetic manipulation. Potato Res 52:1-15

Hackett CA, Bradshaw JE, Meyer RC, McNicol JW, Milbourne D,
Waugh R (1998) Linkage analysis in tetraploid species: a
simulation study. Genet Res 71:143-154

Hall R (1992) Toxicological burdens and the shifting burden of
toxicology. Food Technol 46:109-112

Hutvagner G, Banfalvi Z, Milankovics I, Silhavy D, Polgar Z,
Horvath S, Wolters P, Nap JP (2001) Molecular markers
associated with leptinine production are located on chromosome
1 in Solanum chacoense. Theor Appl Genet 102:1065-1071

Krits P, Fogelman E, Ginzberg I (2007) Potato steroidal glycoalkaloid
levels and the expression of key isoprenoid metabolic genes.
Planta 227:143-150

@ Springer



Theor Appl Genet

Kuhn R, Low I (1961) Zur Konstitution der Leptine. Chemische
Berichte 94:1088-1095

Lafta AM, Lorenzen JH (2000) Influence of high temperature and
reduced irradiance on glycoalkaloid levels in potato leaves. ] Am
Soc Hortic Sci 125:563-566

Lawson DR, Erb WA, Miller AR (1992) Analysis of solanum
alkaloids using internal standardization and capillary gas chro-
matography. J Agric Food Chem 40:2186-2191

Lawson DR, Green TP, Haynes LW, Miller AR (1997) Nuclear
magnetic resonance spectroscopy and mass spectrometry of
solanidine, leptinidine, and acetylleptinidine. steroidal alkaloids
from Solanum chacoense Bitter. J Agric Food Chem 45:
4122-4126

Lorenzen JH, Balbyshev NF (1997) ND2858-1: a useful source of
resistance to the Colorado potato beetle. Am Potato J
74:331-335

Lorenzen JH, Balbyshev NF, Lafta AM, Casper H, Tian X, Sagredo B
(2001) Resistant potato selections contain leptine and inhibit
development of the Colorado potato beetle (Coleoptera: Chryso-
melidae). J Econ Entomol 94:1260-1267

Maga AJ (1994) Glycoalkaloids in solanaceae. Food Rev Int
10:385-418

Milbourne D, Meyer RC, Collins AJ, Ramsay LD, Gebhardt C,
Waugh R (1998) Isolation, characterization and mapping of
simple sequence repeat loci in potato. Mol Gen Genet
259:233-245

Plaisted RL, Bonierbale MW, Yencho GC, Pineda O, Tingey WM,
Van-den Berg J, Ewing EE, Brodie BB (1994) Potato improve-
ment by traditional breeding and opportunities for new technol-
ogies. In: Belknap WR, Vayda ME, Park WD (eds) The
molecular and cellular biology of the potato. CAB International,
Wallingford, Oxon, UK, pp 1-20

Ronning CM, Sanford LL, Kobayashi RS, Kowalski SP (1998) Foliar
leptine production in segregating F1, inter-F1, and backcross
families of Solanum chacoense Bitter. Amer J Potato Res
75:137-143

Ronning CM, Kowalski SP, Sanford LL, Stommel JR (2000)
Geographical variation of solanidane aglycone glycoalkaloids
in the wild potato species Solanum chacoense Bitter. Genet
Resour Crop Evol 47:359-369

@ Springer

Sagredo B, Lafta A, Casper H, Lorenzen J (2006) Mapping of genes
associated with leptine content of tetraploid potato. Theor Appl
Genet 114:131-142

Sagredo B, Balbyshev N, Lafta A, Casper H, Lorenzen J (2009) A
QTL that confers resistance to Colorado potato beetle (Leptino-
tarsa decemlineata [Say]) in tetraploid potato populations
segregating for leptine. Theor Appl Genet 119:1171-1181

Shakya R, Navarre DA (2008) LC-MS analysis of solanidane
glycoalkaloid diversity among tubers of four wild potato species
and three cultivars (Solanum tuberosum). J Agric Food Chem
56:6949-6958

Sinden SL, Cantelo WW, Sanford LL, Deahl KL (1986a) Segregation
of leptine glycoalkaloid in Solanum chacoense Bitter. J Agric
Food Chem 34:372-377

Sinden SL, Sanford LL, Cantelo WW, Deahl KL (1986b) Leptine
glycoalkaloids and resistance to the Colorado potato beetle
(Coleoptera: Chrysomelidae) in Solanum chacoense. Environ
Entomol 15:1057-1062

Sgrensen K, Kirk H, Olsson K, Labouriau R, Christiansen J (2008) A
major QTL and an SSR marker associated with glycoalkaloid
content in potato tubers from Solanum tuberosum x S. sparsi-
pilum located on chromosome I. Theor Appl Genet 117:1-9

Stiirckow B, Low I (1961) Effect of several Solanum glycoalkaloids
on the Colorado potato beetle (Letinotarsa decemlineata, Say).
Entomol Expt Appl 4:133-142

Tian X (1998) Application of RFLP subtraction in plant genetic
investigation. Plant science. North Dakota State University
Fargo, ND, USA, p 83

Tingey WM (1984) Glycoalkaloids as pest resistance factors. Am
Potato J 61:157-167

Valkonen JPT, Keskitalo M, Vasara T, Pietildi L (1996) Potato
glycoalkaloids: a burden or a blessing? Crit Rev Plant Sci
15:1-20

Yencho GC, Kowalski SP, Kobayashi RS, Sinden SL, Bonierbale
MW, Deahl KL (1998) QTL mapping of foliar glycoalkaloid
aglycones in Solanum tuberosum x S. berthaultii potato prog-
enies: quantitative variation and plant secondary metabolism.
Theor Appl Genet 97:563-574



	Linkage analysis of a rare alkaloid present in a tetraploid potato with Solanum chacoense background
	Abstract
	Introduction
	Materials and methods
	Results
	GC--mass spectrum and glycoalkaloid identification
	Inheritance of the unknown compound
	Map location of the rare compound
	The rare compound was not detected in tubers
	The rare compound is not involved in CPB resistance

	Discussion
	Acknowledgments
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated v2 300% \050ECI\051)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 149
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 149
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 599
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
    /DEU <>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice


